SEQUENCE LISTING 



VC110> Ri j ksuniversiteit Te Leidin 
\^ Goulmy, Elsa A.J.M 

\Hunt, Donald F 
Hard, Victor H 

<120> The\ HA-1 Antigen 



<130> 2183-4S85US 

<140> to be assrgned 
<141> 2000-01-21 

<150> PCT/NL98/00424 N 
<151> 1998-07-23 

<160> 16 



<170> Patentln Ver. 2.1 

<210> 1 
<211> 9 
<212> PRT 

<213> Histocompatibility antigen 
<220> 

<221> PEPTIDE 
<222> (3) 

<223> AMINO ACID X REPRESENTS A HISTIDINE OR 
RESIDUE 



<400> 1 

Val Leu Xaa Asp Asp Leu Leu Glu Ala 
1 5 




<210> 2 
<211> 9 
<212> PRT 

<213> Histocompatibility antigen 
<400> 2 

Val Leu His Asp Asp Leu Leu Glu Ala 
1 5 



<210> 3 



1 



2-i 



"Tr? S 



<211> 9 
<212> PRT 

\<213> Histocompatibility antigen 
<22^> 

<221> PEPTIDE 
<222>\(2) 

<223> AMINO ACID X REPRESENTS EITHER ISOLEUCINE OR 
LEUCINE RESIDUES 

<400> 3 

Tyr Xaa Thr A"sp Arg Val Met Thr Val 
1 \ 5 



<210> 4 
<211> 9 
<212> PRT 



- <2 13> Il - i - s - tuiumpd Libili Ly\an "tigen 
<220> 

<221> PEPTIDE 
<222> (2) . . (7) 
<223> AMINO ACIDS X REPRESENT LEUCINE OR ISOLEUCINE 
RESIDUES 

\ 

<400> 4 

Val Xaa His Asp Asp Xaa Xaa Glu Ala N 



<210> 5 
<211> 9 
<212> PRT 

<213> KIAA0223 partial complementary DNA 



<400> 5 

Val Leu Arg Asp Asp Leu Leu Glu Ala 
1 5 



<210> 6 
<211> 25 
<212> DNA 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Reverse primer 



2 



<400> 6 

\gctcctgcat gacgctctgt ctgca 
\ 

\ 

<210\ 7 
<211>S2 4 
<212> D^ 

<213> Unsown Organism 
<220> 

<223> Description of Unknown Organism: Forward primer 



<400> 7 
gacgtcgtcg aggacatcYc ccat 



<210> 8 

<211> 2-5-- — 

<212> DNA 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Reverse Primer 
<400> 8 

gaaggccaca gcaatcgtct ccagg 



<210> 9 
<211> 30 
<212> DNA 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: HA-1" allele 
primer HI 

<400> 9 

ccttgagaaa cttaaggagt gtgtgctgca 



<210> 10 

<211> 30 

<212> DNA 

<213> Unknown 



Organism 



<220> 



>23> Description of Unknown Organism: HA- lr allele 
primer Rl 



<400\ 10 

ccttgagaaa cttaaggagt gtgtgttgcg 



30 



<210> 11 
<211> 33 
<212> DNA 

<213> Forward KIAA00223 based PCR primer 



<400> 11 

ccggcatgga cgtco}tcgag gacatctccc ate 



33 



<210> 12 
<211> 30 



<213> Reverse KIAA00223 based PCR primer 



<400> 12 

ctacttcagg ccacagcaat cgtctcdagg 



30 



<210> 13 

<211> 38 

<212> DNA 

<213> Unknown Organism 
<220> 



<223> Description of Unknown Organism: HA-1- 
<400> 13 

gagtgtgtgt tgcgtgacga cctccttgag gcccgccg 



<210> 14 
<211> 13 
<212> PRT 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: HA-1-/ - 
<400> 14 

Glu Cys Val Leu Arg Asp Asp Leu Leu Glu Ala Arg Arg 
1 5 10 




4 



?3 



<2 3ND> 15 
<21lS 38 
<212> 'DNA 



<213> Ur^nown Organism 



<220> 

<223> Description of Unknown Organism: HA- 1+/ + 
<400> 15 

gagtgtgtgc tgcatga&ga cctccttgag gcccgccg 38 



<210> 16 
<211> 13 
<212> PRT 

<213> Unknown Organism 



<220> 

<223> Description of Unknown Organism: HA- 1+/+ 
<400> 16 

Glu Cys Val Leu His Asp Asp Leu Leu Glu Ala^ Arg Arg 
15 10 




5 



